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Please replace the paragraph at page 5, lines 14-16, with the following paragraph: 
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FIG. 1(A-C). Molecular structure of human BPC-1: Nucleotide and deduced amino acid 
sequences of BPC-1 clone 6 cDNA (SEQ ID NOS: 1 and 2, respectively). The signal sequence is 
indicated in boldface, the CUB domain in underlined boldface, and the SSH-derived nucleic acid 
sequence in boldface. 




Please replace the paragraph at page 5, lines 23-27, with the following paragraph: 



FIG. 3. Molecular structure of human BPC-1: Amino acid sequence alignment of the BPC-1 
CUB domain with CUB domains from various known proteins. (A) Alignment of BPC-1 with C 
elegans CUB domain protein (SEQ ID NO: 3; Wilson et aL, 1994, Nature 368:32-38), and (B) 
alignments with the CUB domains of murine BMP-1 (SEQ ID NOS: 4-8; Fukagawa et al. 1994, Dev. 
Biol 163: 175-183). Percent sequence identities are indicated on the figure. 
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Please replace the paragraph at page 5, lines 32-33, with the following paragraph: 



FIG. 5. Semi-quantitative RT-PCR expression analysis showing human BPC-1 expression in 
prostate cancer xenografts (lanes 3-5 of panel A) and a limited number of normal human tissues (lanes 
1-2 of panel A; lanes 1-8 of panels B and C). 
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Please replace the paragraph at page 7, lines 6-11, with the following paragraph: 

FIG. 15. BPC-l-AP binds to a 45 kDa protein using a far-western analysis. Lysates from brain, 
testis, prostate, the xenografts LAPC4AD and LAPC9AD, and the cell lines 3T3, LAPC4, LNCaP, and 
PC-3 were used to make the western blots. The blots were incubated with conditioned media from a 
293T cell line producing only secreted alkaline phosphatase (B) and with media containing BPC-l-AP 
(A). The alkaline phosphatase signals were detected using a chemiluminescent AP detection system. 



Please replace the paragraphs at page 35, lines 20-36, with the following paragraphs: 



DPNCDN (cDNA synthesis primer) (SEQ ID NO: 9): 

03 

5TTTTGATCAAGCTT 30 3' |TI 

Adaptor 1 (SEQ ID NO: 10): ^ 
5'CTAATACGACTCACTATAGGGCTCGAGCGGCCGCCCGGGCAG3' § 

3'GGCCCGTCCTAG5' > 

CX> 

Adaptor 2 (SEQ ID NO: 11): f"" 

m 

5'GTAATACGACTCACTATAGGGCAGCGTGGTCGCGGCCGAG3' -~ 

3'CGGCTCCTAG5' O 

-q 

PCR primer 1 (SEQ ID NO: 12): -< 
5'CTAATACGACTCACTATAGGGC3' 



Nested primer (NP)1 (SEQ ID NO: 13): 
5TCGAGCGGCCGCCCGGGCAGGA3' 

Nested primer (NP)2 (SEQ ID NO: 14): 
5'AGCGTGGTCGCGGCCGAGGA3' 



Please replace the paragraphs at page 38, lines 11-20, with the following paragraphs: 
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5'- TGC CGT ATG TCA CTG TCT CTA GGT -3' (SEQ ID NO: 15) 
5'- GAA ATC ATG GGT ATT TCA TGT GCT -3' (SEQ ID NO: 16) 
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These primers were designed from the sequence of the SSH fragment of the initially isolated 
19P1E8 gene. Use of the following primer pair, based on sequences within the open reading frame 
of the 19P1E8 gene, produced the same expression pattern. 



5'- CTC CCA ACT ATC CCA GCA AGT ATC-3' (SEQ ID NO: 17) 
5'- AAA TCC CAT AGA TTC CAG CTC TCC -3' (SEQ ID NO: 18) 
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Please replace the paragraphs at page 48, lines 5-9, with the following paragraphs: 



GTGTAAGCTTCCACCAAGAAAGGAACAGAA (SEQ ID NO: 19) 



BPC1.BAMHI PRIMER: 



CACAGGATCCCTTACCAGGTGTGAAATTG (SEQ ID NO: 20) 
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Please cancel claims 6-15. 
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